Cilantro (Coriandrum sativum L.) comprises 60% of the hydroponic crops grown mainly by cooperatives and family operated businesses in Puerto Rico. Management practices are deficient and this allows frequent outbreaks of root rots. In 2011 in a commercial greenhouse in Adjuntas, cilantro plants showed discoloration of the hypocotyl and browning of the roots. Older plants were stunted with lower leaf chlorosis, softening of the base of the stem, root necrosis, and leaf wilting. Disease incidence in a 12,000-plant bench was over 50%, and severity mean value of 7 on a 1-9 scale (1 being healthy and 9 being dead). Samples were collected at different growth stages from sprouts to 35-day-old plants and a Pythium species was consistently isolated from diseased tissue. Isolates produced filamentous and terminal sporangia forming dendroid structures. Oogonia were 16-25.5 × 16.9-25.4 µm, subglobose and terminal. Oospores were 12.2-20.4 × 12.2-20 µm and aplerotic. Antheridia were monoclinous. Two isolates (1271 and 1272) had sequence similarities of 99% to the rDNA ITS region of Pythium dissotocum (GenBank number HQ643423.1,
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